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SEQUENCE LISTING 



<110> Quertermous, Thomas 
Hogan, BYigid 
SnodgrassV Ralph H 
Zupancic, \Thomas J 



*5 



o 



<120> Antibodies Binding to Polypeptides Encoded by Developmentally- 
Regulated Endothelial Cell Locus-1 

<130> 238/300 

<140> US 09/237,981 

<141> 1999-01-25 

<150> US 08/659,235 

<151> 1996-06-05 



<160> 31 



<170> Patentln version 3.1 



<210> 
<211> 
<212> 
<213> 



1 

85 

PRT 

mouse 



ftCftnc^ 9 too? 



<220> 
<221> 
<222> 
<223> 



MI SC_FEATURE 
(16) . . (17) 

Placeholder used in the sequence comparison of SEQ. ID . NOS . 1-8 



<220> 
<221> 
<222> 
<223> 



MISC_FEATURE 
(84) . . (85) 
Placeholder used in the sequence c< 



iparison of SEQ. ID. NOS. 1-8 



<400> 1 

Asp Leu Leu Val Pro Thr Lys Val Thr Gly lie IleYrhr Gin Gly Xaa 
1 5 10 \ 15 



Xaa Ala Lys Asp Phe Gly Asp Val Leu Phe Val Gly Ser N£yr Lys Leu 

20 25 



Page 1 




238 300. ST25.txt 



Ala Tyr Sen Asn Asp Gly Glu His Trp Met Val His Gin Asp Glu Lys 
35 \ 40 45 



Gin Arg Lys Asp Lys Val Phe Gin Gly Asn Phe Asp Asn Asp Thr His 
50 \ 55 60 



Arg Lys Asn Val lie Asp Pro Pro lie Tyr Ala Arg Phe lie Arg lie 
65 ) \ 70 75 80 



Leu Pro Leu Xaa 25aa 

8 



<210> 2 

<211> 85 

<212> PRT 

<213> Homo sapiens 



<220> 
<221> 
<222> 
<223> 



MIS COFEATURE 
(16) . . (17) 
Placeholder used 



in the sequence comparison of SEQ. ID.NOS . 1-8 



<220> 
<221> 
<222> 
<223> 



MIS C_FEATURE 
(84) . . (85) 
Placeholder used in thi 



sequence comparison of SEQ. ID.NOS . 1-8 



<400> 2 



Asp Leu Gly Ser Ser Lys Glu Val T] 
1 5 



Gly lie He Thr Gin Gly Xaa 
10 15 



Xaa Ala Arg Asn Phe Gly Ser Val Gin Phe Val Ala Ser Tyr Lys Val 

20 25 \ 30 



Ala Tyr Ser Asn Asp Ser Ala Asn Trp Thr QLu Tyr Gin Asp Pro Arg 
35 40 \ 45 
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.*- 



Thr Gly Ser Ser 
50 



.ys Val Phe Gin Gly Asn Leu Asp Asn Asn Ser His 
55 60 



Lys Lys Asn lie Phe\Glu Lys Pro Phe Met Ala Arg Tyr Val Arg Val 
65 \70 75 80 



Leu Pro Val Xaa Xaa 

85 



<210> 3 

<211> 85 

<212> PRT 

<213> Homo sapiens 



<220> 
<221> 
<222> 
<223> 



MI SC_FEATURE 
(16) . . (17) 

Placeholder used in the\sequence comparison of SEQ . ID .NOS . 1-8 



<220> 
<221> 
<222> 
<223> 



MIS COFEATURE 
(84) . . (85) 

Placeholder used in the sequence comparison of SEQ . ID .NOS . 1-8 



<400> 3 

Asp Leu Leu Lys lie Lys Lys lie Thr Ala\lle lie Thr Gin Gly Xaa 
1 5 10 \ 15 



Xaa Cys Lys Ser Leu Ser Ser Glu Met Tyr 

20 25 



Lys Ser Tyr Thr lie 

30 



His Tyr Ser Glu Gin Gly Val Glu Trp Lys Pro Tyr Arg Leu Lys Ser 
35 40 \ 45" 



Ser Met Val Asp Lys lie Phe Glu Gly Asn Thr Asn T^r Lys Gly His 
50 55 60 



Val, Lys Asn Phe Phe Asn Pro Pro lie lie Ser Arg Pheule Arg Val 
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65 



lie Pro Lys Xaa\Xaa 

5 



<210> 
<211> 
<212> 
<213> 

<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222 > 
<223> 



4 

85 

PRT 

mouse 




75 



80 



MI SC_FEATURE 
(16) . . (17) 

Placeholder used Vn the sequence comparison of SEQ. ID.NOS . 1-8 



MI SC_FEATURE 
(43) . . (44) 

Placeholder used in the sequence comparison of SEQ . ID . NOS . 1 -8 



MI SC_FEATURE 
(77) . . (85) 

Placeholder used in the sequence comparison of SEQ. ID.NOS . 1-8 



<400> 4 

Asp Leu Gin Lys Thr Met Lys Val Thr G1V He He Thr Gin Gly Xaa 
1 5 10 \ 15 



Xaa Val Lys Ser Leu Phe Thr Ser Met Phe VaNl Lys Glu Phe Leu He 

20 25 \ 30 



Ser Ser Ser Gin Asp Gly His His Trp Thr Xaa Xaa Gin He Leu Tyr 
35 40 \ 45 



Asn Gly Lys Val Lys Val Phe Gin Gly Asn Gin Asp S^er Ser Thr Pro 
50 55 60 
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Met Met Asn Serl Leu Asp Pro Pro Leu Leu Thr Arg Xaa Xaa Xaa Xaa 
65 \ 70 75 80 



Xaa Xaa Xaa Xaa x^aa 

8 



<210> 
<211> 
<212> 
<213> 



5 

85 
PRT 

Xenopus 



<220> 
<221> 
<222> 
<223> 



MI SC_FEATURE 
(43) . . (44) 
Placeholder used 



the sequence comparison of SEQ. ID.NOS . 1-8 



<400> 5 



Asp Leu Glu Asn Leu Arg Phe 
1 5 



Ser Gly lie Gly Thr Gin Gly Ala 
10 15 



lie Ser Lys Glu Thr Lys Lys Ly& Tyr Phe Val Lys Ser Tyr Lys Val 

20 \25 30 



Asp lie Ser Ser Asn Gly Glu Asp Tim lie Xaa Xaa Thr Leu Lys Gly 

35 40 \ 45 



Asp Asn Lys His Leu Val Phe Thr Gly Asn Thr Asp Ala Thr Asp Val 
50 55 \ 60 



Val Tyr Arg Pro Phe Ser Lys Pro Val Ile\Thr Arg Phe Val Arg Leu 
65 70 ' \75 80 



Arg Pro Val Thr Trp 

85 



<210> 6 
<211> 85 
<212> PRT 



t 
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<213> Xenopus 



<220> 
<221> 
<222> 
<223> 



misc\feature 

(16) Jy. (17) 

Placeholder used in the sequence comparison of SEQ . ID.NOS . 1-8 



<220> 
<221> 
<222> 
<223> 



MIS COFEATURE 
(70) . . ("AO) 

Placeholder used in the sequence comparison of SEQ. ID.NOS . 1-8 



<220> 
<221> 
<222> 
<223> 



MIS COFEATURE 
(83) . . (85) 

Placeholder \used in the sequence comparison of SEQ . ID.NOS . 1-8 



<400> 6 



Asp Leu Ala Glu Glu Ly^ 
1 " 5 



lie Val Arg Gly Val He He Gin Gly Xaa 

10 15 



Xaa Gly Lys His Lys Glu Asn Lys Val Phe Met Arg Lys Phe Lys He 

20 \ 25 30 



Gly Tyr Ser Asn Asn Gly Thr \Glu Trp Gly Met He Met Asp Ser Ser 
35 40 45 



Lys Asn Lys Pro Lys Thr Phe GlA Gly Asn Thr Asn Tyr Asp Thr Pro 
50 55 \ 60 



Glu Leu Arg Thr Phe Xaa Ala His IJSb Thr Thr Gly Phe He Arg He 
65 70 \ 75 80 



He Pro Xaa Xaa Xaa 

85 



<210> 
<211> 



7 

85 
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<212> PRT 
<213> Homo 



<220> 
<221> 
<222> 
<223> 



MIS COFEATURE 
(16) . . (16) 

Placeholder used in the sequence comparison of SEQ. ID.NOS . 1-8 



<220> 
<221> 
<222> 
<223> 



MI SC_FEATUR] 
(21) . . (21) 
Placeholder 



sed in the sequence comparison of SEQ . ID .NOS . 1-8 



<220> 
<221> 
<222> 
<223> 



MI SC_FEATURE 
(43) . . (47) 
Placeholder 



used\in the sequence comparison of SEQ. ID.NOS . 1-8 



<220> 
<221> 
<222> 
<223> 



MIS C_FEATURE 
(85) . . (85) 
Placeholder used in 



ihe sequence comparison of SEQ. ID.NOS . 1-8 



<400> 7 

Gly Cys Glu Val Pro Arg Thr Phe\Met Cys Val Ala Leu Gin Gly Xaa 
1 5 \ 10 15 



Xaa Xaa Arg Gly Xaa Asp Ala Asp Gr 

20 25 



Trp Val Thr Ser Tyr Lys lie 

3 0 



Arg Tyr Ser Leu Asp Asn Val Ser Trp Phe Xaa Xaa Xaa Xaa Xaa Glu 
35 40 \ 45 



Tyr Arg Asp Gly Ala Ala He Thr Gly Val Vhr Asp Arg Asn Thr Val 
50 55 \ 60 



Val Asn His Phe Phe Asp Thr Pro He Arg Ala\Arg Ser He Ala He 
65 70 75 \ 80 
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His Pro Leu 



.r Xaa 
85 



<210> 
<211> 
<212> 
<213> 



8 

85 
PRT 

Artificial 



<220> 
<223> 



consensue sequence of SEQ.ID.NOS. 1-7 



<220> 
<221> 
<222> 
<223> 



MIS C_FEATURE 
(3) . . (7) 

nonconsensus seqkence of SEQ.ID.NOS.l 



<220> 
<221> 
<222> 
<223> 



MI SC_FEATURE 
(16) . . (18) 

nonconsensus sequence, of SEQ.ID.NOS.l 



<220> 
<221> 
<222 > 
<223> 



MI SC_FEATURE 
(20) . . (25) 

nonconsensus sequence of \SEQ . ID.NOS . 1 



<220> 
<221> 
<222> 
<223> 



MI SC_FEATURE 
(28) . . (28) 

nonconsensus sequence of 



ID.NOS. 1 



<220> 
<221> 
<222> 
<223> 



MI SC_FEATURE 
(33) . . (33) 

nonconsensus sequence of SEQ.ID.NOS.l 



<220> 
<221> 
<222> 
<223> 



MI SC_FEATURE 
(36) . . (36) 
nonconsensus sequence of SEQ.ID.NOS. 
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<220> \ 

<221> MIS COFEATURE 

<222> (39) . - (40)\ 

<223> nonconsensus sequence of SEQ . ID .NOS . 1-7 



<220> \ 

<221> MIS COFEATURE \ 

<222> (42) . . (50) \ 

<223> nonconsensus sequence of SEQ. ID. NOS . 1-7 



<220> \ 

<221> MI S COFEATURE \ 

<222> (52) . . (52) \ 

<223> nonconsensus sequence of SEQ . ID .NOS . 1-7 



<220> \ 

<221> MISC_FEATURE \ 

<222> (56) . . (56) \ 

<223> nonconsensus sequence of SEQ. ID. NOS . 1-7 



<220> \ 

<221> MIS COFEATURE \ 

<222> (61) . . (62) \ 

<223> nonconsensus sequence of SEQ . ID .NOS . 1-7 



<220> \ 

<221> MI S COFEATURE \ 

<222> (64) . . (66) \ 

<223> nonconsensus sequence of SEQ. ID. NOS . 1-7 



<220> \ 

<221> MIS C_FEATURE \ 

<222> (68) . . (68) \ 

<223> nonconsensus sequence of SEQ \d .NOS . 1-7 



<220> \ 

<221> MIS COFEATURE \ 

<222> (70) . . (71) \ 

<223> nonconsensus sequence of SEQ . ID .NOS . 1-7 
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<220> 
<221> 
<222> 
<223> 



MI SC_FEATURE 
(74) . . (75) 

nonconsensus sequence of SEQ. ID.NOS . 1-7 



<220> 
<221> 
<222> 
<223> 



MI SC_FEATURE 
(80) . . (85) 

nonconsensus sequence of SEQ. ID.NOS . 1-7 



<400> 8 



Asp 
1 



Leu Xaa Xaa Xaa Xaa xia Val Thr Gly He He Thr Gin Gly Xaa 

5 \ 10 15 



Xaa Xaa Lys Xaa Xaa Xaa 

20 



Xaa) 



Xaa Xaa Phe Val Xaa Ser Tyr Lys He 
25 30 



Xaa Tyr Ser Xaa Asp Gly Xaa Xaa Trp Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
35 4,0 45 

Xaa Xaa Lys Xaa Lys Val Phe XeL Gly Asn Thr Asp Xaa Xaa Thr Xaa 
50 55 \ 60 



Xaa Pro Xaa Xaa Xaa 

85 



<210> 


9 


<211> 


2303 


<212> 


DNA 


<213> 


mouse 


<220> 




<221> 


CDS 


<222> 


(619) 


<223> 





. (2058) 




Xaa Xaa Asn Xaa Phe Xaa Xaa ProXIle Xaa Xaa Arg Phe He Arg Xaa 
65 70 \ 75 80 
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<400> 9 

gaattccggt taactgagga caa&gggtaa tgcagaagtg atatttgatt tccattctca 

ttcccagtgg ccttgatatt taaadtgatt cctgccacca ggtccttggg ccaccctgtc 

cctgcgtctc atatttctgc atgctgcttt gtttgtatat agtgcgctcc tggcctcagg 

ctcgctcccc tccagctctc gcttcaotgt tctccaagtc agaagccccc gcatccgccg 

cgcagcagcg tgagccgtag- tcactgcugg ccgcttcgcc tgcgtgcgcg cacggaaatc 

ggggagccag gaacccaagg agccgccgfcc cgcccgctgt gcctctgcta gaccactcgc 

agccccagcc tctctcaagc gcacccacck ccgcgcaccc cagctcaggc gaagctggag 

tgagggtgaa tcaccctttc tctagggcca\ ccactctttt atcgcccttc ccaagatttg 

agaagcgctg cgggaggaaa gacgtcctct cgatctctga cagggcgggg tttactgctg 

tcctgcaggc gcgcctcgcc tactgtgccc t\ccgctacga ccccggacca gcccaggtca 

cgtccgtgag aagggatc atg aag cac ttg gta gca gcc tgg ctt ttg gtt 

Met Lys His Leu\ Val Ala Ala Trp Leu Leu Val 
1 \5 10 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
651 



gga etc age etc ggg gtg ccc cag ttc age aaa ggt gac att tgc aac 
Gly Leu Ser Leu Gly Val Pro Gin Phe Gly Lys Gly Asp lie Cys Asn 

15 20 \ 25 



699 



ccg aac ccc tgt gaa aat ggt ggc ate t< 
Pro Asn Pro Cys Glu Asn Gly Gly lie Cy! 
30 35 



ctg tea gga ctg get gat 
Leu Ser Gly Leu Ala Asp 
40 



747 



gat tec ttt tec tgt gag tgt cca gaa ggc \ ttc gca ggt ccg aac tgc 
Asp Ser Phe Ser Cys Glu Cys Pro Glu Gly \Phe Ala Gly Pro Asn Cys 
45 50 \ 55 



795 



tct agt gtt gtg gag gtt gca tea gat gaa gaa aag cct act tea gca 
Ser Ser Val Val Glu Val Ala Ser Asp Glu Glu Lys Pro Thr Ser Ala 
60 65 70\ 75 



843 



ggt ccc tgc ate cct aac cca tgc cat aac ggaxgga ace tgt gag ata 
Gly Pro Cys lie Pro Asn Pro Cys His Asn Gly\Gly Thr Cys Glu lie 

80 85 \ 90 



891 



age gaa gcc tat cga gga gac aca ttc ata ggc tat gtt tgt aaa tgt 



939 
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a, 



Ser Glu Ala Tyr Arg Gly Asp Thr 

95 

cct egg gga ttt aat ggg att cac 
Pro Arg Gly Phe Asn Gly lie His 
110 \ 115 

gaa get gag cct tgc aga aatVggc 
Glu Ala Glu Pro Cys Arg Asn Gly 
125 130 

aac tac tct tgt gaa tgc cca g^a 
Asn Tyr Ser Cys Glu Cys Pro Gly 
140 145 

tat aaa tgc tct ggg cac ttg gg. 
Tyr Lys Cys Ser Gly His Leu Gl; 

160 

cag caa ate aca get tea tct aat 
Gin Gin He Thr Ala Ser Ser Asn 

175 

aag tgg tat ccc tac tat get cga 
Lvs Trp Tyr Pro Tyr Tyr Ala Arg 
Y 190 195 

gec tgg aca get get gaa aat gac 
Ala Trp Thr Ala Ala Glu Asn Asp 
205 210 



ttg caa aga aaa atg aga gtc act 
Leu Gin Arg Lys Met Arg Val Thr 
220 225 

agg att gga age cca gag tac ata 
Arg He Gly Ser Pro Glu Tyr He 

240 



Phe He Gly Tyr Val Cys Lys Cys 
100 105 

tgt cag cac aat ata aat gaa tgt 
Cys Gin His Asn He Asn Glu Cys 

120 

gga ata tgt acc gac ctt gtt get 
Gly He Cys Thr Asp Leu Val Ala 

135 

gaa ttt atg gga cga aat tgt caa 
Glu Phe Met Gly Arg Asn Cys Gin 
150 155 

ate gaa ggt ggg ate ata tct aat 
He Glu Gly Gly He He Ser Asn 
165 I 70 

cac cga get ctt ttt gga etc cag 
\His Arg Ala Leu Phe Gly Leu Gin 
80 185 



dtt aat aag aag ggc ctt ata aat 
L6u Asn Lys Lys Gly Leu He Asn 

200 

aga\ tgg cca tgg att cag ata aat 
Arg\Trp Pro Trp He Gin He Asn 

215 

ggt gtt att acc caa gga gca aaa 
Gly V^l He Thr Gin Gly Ala Lys 
230 235 

aaa tcc\ tac aaa att gee tac age 
Lys Ser\Tyr Lys He Ala Tyr Ser 
245 * 250 



E S IS S £ £ K £ S £ 9 A E - 1 ~ r » 

255 260 

gag atg gtc ttt cgt gga aat gtt gat aac aac W cca tat get aat 
Glu Met Val Phe Arg Gly Asn Val Asp Asn Asn ivnr y 

270 275 X 280 

tct ttc aca ccc cca ate aaa get cag tat gta aga\ etc tac ccc caa 



987 



1035 



1083 



1131 



1179 



1227 



1275 



1323 



1371 



1419 



1467 



1515 
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\ 

Ser Phe Thr Pro Pro lie Lys Ala Gin Tyr Val Arg Leu Tyr Pro Gin 
285 290 295 



att tgt cga agg cat tgt act tta aga atg gaa ctt ctt ggc tgt gag 
lie Cys Arg Arg His Cys Thr , Leu Arg Met Glu Leu Leu Gly Cys Glu 
300 305 ■ 310 315 



1563 



etc tea ggc tgt tea gaa cct fctg ggg atg aaa tea ggg cat ata caa 

Leu Ser Gly Cys Ser Glu Pro hku Gly Met Lys Ser Gly His lie Gin 

320 \ 325 330 

gac tac cag ate act gee tec agcA gtc ttc aga aca etc aac atg gac 

Asp Tyr Gin lie Thr Ala Ser SerWal Phe Arg Thr Leu Asn Met Asp 

335 \340 345 



1611 



1659 



atg ttt act tgg gaa cca agg aaa dec agg ctg gac aag caa ggc aaa 
Met Phe Thr Trp Glu Pro Arg Lys A\La Arg Leu Asp Lys Gin Gly Lys 
350 ' 355 \ 360 



1707 



gta aat gee tgg act tec ggc cat aa< 
Val Asn Ala Trp Thr Ser Gly His As: 
365 370 



gac cag tea caa tgg tta cag 
Asp Gin Ser Gin Trp Leu Gin 
375 



1755 



gtt gat ctt ctt gtc cct act aag gtg aca ggc ate att aca caa gga 
Val Asp Leu Leu Val Pro Thr Lys Val Thr Gly He He Thr Gin Gly 
380 385 \ 390 395 



1803 



get aaa gat ttt ggt cac gtg cag ttt gt^t ggg tea tac aaa eta get 
Ala Lys Asp Phe Gly His Val Gin Phe Val Gly Ser Tyr Lys Leu Ala 

400 405 410 



1851 



tac age aat gat gga gaa cac tgg atg gtg\cac cag gat gaa aaa cag 
Tyr Ser Asn Asp Gly Glu His Trp Met Val YHis Gin Asp Glu Lys Gin 

415 420 \ 425 



1899 



agg aaa gac aag gtt ttt caa ggc aat ttt gac aat gac act cac agg 
Arg Lys Asp Lys Val Phe Gin Gly Asn Phe Asp Asn Asp Thr His Arg 
430 435 \ 440 

aaa aat gtc ate gac cct ccc ate tat gca cgA ttc ata aga ate ctt 
Lys Asn Val He Asp Pro Pro He Tyr Ala Arg\Phe He Arg He Leu 
445 450 V£55 



1947 



1995 



cct tgg tec tgg tat gga agg ate act ctg egg tea gag ctg ctg ggc 
Pro Trp Ser Trp Tyr Gly Arg He Thr Leu Arg Ser Glu Leu Leu Gly 
460 465 470 \ 475 



2043 



tgc gca gag gag gaa tgaagtgcgg ggccgcacat cccacaatgc ttttctttat 



2098 
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Cys Ala Glu Glu Glu 

480 



tttcctataa 


gtatctccac 


gaaatgaact 


gtgtgaagct 


gatggaaact 


gcatttgttt 


2158 


ttttcaaagt 


gttcaaatta 




ctgactgtct 


ttttaggagt 


tctaagcttg 


2218 


cctttttaat 


aatttaattt 


ggtttccttt 


gctcaactct 


cttatgtaat 


atcacactgt 


2278 


ctgtgagtta 


ctcttcttgt 


tctct \ 








2303 



<210> 
<211> 
<212> 
<213> 



10 
480 
PRT 
mouse 



<400> 10 

Met Lys His Leu Val Ala Ala Trp L^u Leu Val Gly Leu Ser Leu Gly 
1 5 \ 10 15 



Val Pro Gin Phe Gly Lys Gly Asp IlelCys Asn Pro Asn Pro Cys Glu 

20 25 \ 30 



Asn Gly Gly lie Cys Leu Ser Gly Leu Ala Asp Asp Ser Phe Ser Cys 
35 40 \ 45 



Glu Cys Pro Glu Gly Phe Ala Gly Pro AsA Cys Ser Ser Val Val Glu 
50 55 \ 60 



Val Ala Ser Asp Glu Glu Lys Pro Thr Ser Ala Gly Pro Cys lie Pro 
65 70 76 80 



Asn Pro Cys His Asn Gly Gly Thr Cys Glu Ila Ser Glu Ala Tyr Arg 

85 90 \ 95 



Gly Asp Thr Phe lie Gly Tyr Val Cys Lys Cys Pio Arg Gly Phe Asn 

100 105 \ 110 



Gly lie His Cys Gin His Asn lie Asn Glu Cys Glu Ala Glu Pro Cys 
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115 



\ 



120 



125 



Arg Asn Gly Gly lie Cys Thr Asp Leu Val Ala Asn Tyr Ser Cys Glu 
13 0 ^ 



135 



140 



Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin Tyr Lys Cys Ser Gly 
145 150 \ 155 160 



His Leu Gly He Glu Gly Gly lie He Ser Asn Gin Gin He Thr Ala 

165 \ . 170 175 



Ser Ser Asn His Arg Ala Leu Phe Gly Leu Gin Lys Trp Tyr Pro Tyr 

180 \ 185 190 



Tyr Ala Arg Leu Asn Lys Lys GlylLeu He Asn Ala Trp Thr Ala Ala 
195 200 \ 205 



Glu Asn Asp Arg Trp Pro Trp He Gin He Asn Leu Gin Arg Lys Met 
210 215 \ 220 



Arg Val Thr Gly Val He Thr Gin Gly Ala Lys Arg He Gly Ser Pro 
225 230 \ 235 ~ 240 



Glu Tyr He Lys Ser Tyr Lys He AlayTyr Ser Asn Asp Gly Lys Thr 

245 250 ' 255 



Trp Ala Met Tyr Lys Val Lys Gly Thr Adn Glu Glu Met Val Phe Arg 

260 265 \ 270 



Gly Asn Val Asp Asn Asn Thr Pro Tyr Ala Asn Ser Phe Thr Pro Pro 
275 280 \ 285 




He Lys Ala Gin Tyr Val Arg Leu Tyr Pro Gin lie Cys Arg Arg His 
290 295 \300 



Cys Thr Leu Arg Met Glu Leu Leu Gly Cys Glu Leu Ser Gly Cys Ser 
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305 310 315 320 



Glu Pro Leu Gly Met Lys Ser Gly His lie Gin Asp Tyr Gin lie Thr 

325 330 335 



Ala Ser Ser Val Phe Arg Thr Leu Asn Met Asp Met Phe Thr Trp Glu 

340 . 345 350 



Pro Arg Lys Ala Arg Leu Asp Lys Gin Gly Lys Val Asn Ala Trp Thr 
355 360 " ~ 365 



Ser Gly His Asn Asp Gin Ser Gin Trp Leu Gin Val Asp Leu Leu Val 
370 375 380 



Pro Thr Lys Val Thr Gly lie lie Thr Gin Gly Ala Lys Asp Phe Gly 
385 390 395 400 



His Val Gin Phe Val Gly Ser Tyr Lys Leu Ala Tyr Ser Asn Asp Gly 

405 410 415 



Glu His Trp Met Val His Gin Asp Glu Lys Gin Arg Lys Asp Lys Val 

420 425 430 



Phe Gin Gly Asn Phe Asp Asn Asp Thr His Arg Lys Asn Val lie Asp 
435 440 445 



Pro Pro lie Tyr Ala Arg Phe lie Arg lie Leu Pro Trp Ser Trp Tyr 
450 455 460 



Gly Arg lie Thr Leu Arg Ser Glu Leu Leu Gly Cys Ala Glu Glu Glu 
465 470 475 480 



<210> 11 

<211> 1780 

<212> DNA 

<213> Homo sapiens 
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<400> 11 
tctctttagt 


caccactctc 


g v v-a agaatttgtt 

■> 


taacaaagcg 


ctgaggaaag 


60 


agaacgtctt 


cttgaattct 


ttagtag b cjg 


cggagtctgc 


tgctgccctg 


cgctgccacc 


120 


tcggctacac 


tgccctccgc 


gacgacccct 


gaccagccgg 


ggtcacgtcc 


gggagacggg 


180 


atcatgaagc 


gctcggtagc 


cgtctggctc 


ttggtcgggc 


tcagcctcgg 


tgtcccccag 


240 


ttcggcaaag 


gtgatatttg 


tgatcccaat 


ccatgtgaaa 


atggaggtat 


ctgtttgcca 


300 


ggattggctg 


taggttcctt 


ttcctgtgag 


tgtccagatg 


gcttcacaga 


ccccaactgt 


360 


tctagtgttg 


tggaggttgc 


atcagatgaa 


gaagaaccaa 


cttcagcagg 


tccctgcact 


420 


cctaatccat 


gccataatgg 


aggaacctgt 


gaaataagtg 


aagcataccg 


aggggataca 


480 


ttcataggct 


atgtttgtaa 


atgtccccga 


ggatttaatg 


ggattcactg 


tcagcacaac 


540 


ataaatgaat 


gcgaagttga 


gccttgcaaa 


aatggtggaa 


tatgtacaga 


tcttgttgct 


600 


aactattcct 


gtgagtgccc 


aggcgaattt 


atgggaagaa 


attgtcaata 


caaatgctca 


660 


ggcccactgg 


gaattgaagg 


tggaattata 


tcaaaccagc 


aaatcacagc 


ttcctctact 


720 


caccgagctc 


tttttggact 


ccaaaaatgg 


tatccctact 


atgcacgtct 


taataagaag 


780 


gggcttataa 


atgcgtggac 


agctgcagaa 


aatgacagat 


ggaagcggtg 


gattcagata 


840 


aatttgcaaa 


gaaaaatgag 


agttactggt 


gtgattaccc 


aaggggccaa 


gaggattgga 


900 


agcccagagt 


atataaaatt 


ctacaaaatt 


gcctacagta 


atgatggaaa 


gacttgggca 


960 


atgtacaaag 


tgaaaggcac 


caatgaagac 


atggtgtttc 


gtggaaacat 


tgataacaac 


1020 


actccatatg 


ctaactcttt 


cacacccccc 


ataaaagctc 


agtatgtaag 


actctatccc 


1080 


caagtttgtc 


gaagacattg 


cactttgcga 


atggaacttc 


ttggctgtga 


actgtcgggt 


1140 


tgttctgagc 


ctctgggtat 


gaaatcagga 


catatacaag 


actatcagat 


cactgcctcc 


1200 


agcatcttca 


gaacgctcaa 


catggacatg 


ttcacttggg 


aaccaaggaa 


agctcggctg 


1260 


gacaagcaag 


gcaaagtgaa 


tgcctggacc 


tctggccaca 


atgaccagtc 


acaatggtta 


1320 


caggtggatc 


ttcttgttcc 


aaccaaagtg 


actggcatca 


ttacacaagg 


agctaaagat 


1380 


tttggtcatg 


tacagtttgt 


tggctcctac 


aaactggctt 


acagcaatga 


tggagaacac 


1440 
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tggactgtat accaggatga aaagcaaaga aaagataagg ttttccaggg aaattttgac 1500 

aatgacactc acagaaaaaa tgtcatcgac cctcccatct atgcacgaca cataagaatc 1560 

cttccttggt cctggtacgg gaggatcaca ttggcgtcag agctgctggg ctgcacagag 162 0 

gaggaatgag gggaggctac atttcacaac cgtcttccct atttgggtaa aagtatctcc 1680 

atggaatgaa ctgtgtaaaa tctgtaggaa actgaatggt tttttttttt ttcatgaaaa 1740 

agtggtcaaa ttatggtagg caactaacgg tgtttttacc 1780 



<210> 12 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Ser Pro Leu Ser Pro Ser Pro Arg lie Cys Leu Thr Lys Arg 
1 5 10 



<210> 13 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<400> 13 

Gly Lys Arg Thr Ser Ser 
1 5 



<210> 14 

<211> 513 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Gly Arg Ser Leu Leu Leu Pro Cys Ala Ala Thr Ser Ala Thr Leu Pro 
1 5 10 15 



Ser Ala Thr Thr Pro Asp Gin Pro Gly Ser Arg Pro Gly Asp Gly lie 
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20 25 30 



Met Lys Arg Ser Val Ala Val Trp Leu Leu Val Gly Leu Ser Leu Gly 
35~ 40 45 



Val Pro Gin Phe Gly Lys Gly Asp lie Cys Asp Pro Asn Pro Cys Glu 
50 55 60 



Asn Gly Gly lie Cys Leu Pro Gly Leu Ala Val Gly Ser Phe Ser Cys 
65 70 75 80 



Glu Cys Pro Asp Gly Phe Thr Asp Pro Asn Cys Ser Ser Val Val Glu 

85 90 95 



Val Ala Ser Asp Glu Glu Glu Pro Thr Ser Ala Gly Pro Cys Thr Pro 

100 105 110 



Asn Pro Cys His Asn Gly Gly Thr Cys Glu lie Ser Glu Ala Tyr Arg 

115 120 125 



Gly Asp Thr Phe lie Gly Tyr Val Cys Lys Cys Pro Arg Gly Phe Asn 
130 135 140 



Gly He His Cys Gin His Asn He Asn Glu Cys Glu Val Glu Pro Cys 
145 150 155 160 



Lys Asn Gly Gly He Cys Thr Asp Leu Val Ala Asn Tyr Ser Cys Glu 

165 170 175 



Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin Tyr Lys Cys Ser Gly 

180 185 190 



Pro Leu Gly He Glu Gly Gly He He Ser Asn Gin Gin He Thr Ala 
195 200 205 



Ser Ser Thr His Arg Ala Leu Phe Gly Leu Gin Lys Trp Tyr Pro Tyr 
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210 215 220 



Tyr Ala Arg Leu Asn Lys Lys Gly Leu He Asn Ala Trp Thr Ala Ala 
225 230 235 240 



Glu Asn Asp Arg Trp Lys Arg Trp He Gin He Asn Leu Gin Arg Lys 

245 250 255 



Met Arg Val Thr Gly Val He Thr Gin Gly Ala Lys Arg He Gly Ser 

260 ' 265 270 



Pro Glu Tyr He Lys Phe Tyr Lys He Ala Tyr Ser Asn Asp Gly Lys 
275 ~ 280 285 



Thr Trp Ala Met Tyr Lys Val Lys Gly Thr Asn Glu Asp Met Val Phe 
290 295 300 



Arg Gly Asn He Asp Asn Asn Thr Pro Tyr Ala Asn Ser Phe Thr Pro 
305 310 315 320 



Pro He Lys Ala Gin Tyr Val Arg Leu Tyr Pro Gin Val Cys Arg Arg 

325 330 335 



His Cys Thr Leu Arg Met Glu Leu Leu Gly Cys Glu Leu Ser Gly Cys 

340 345 350 



Ser Glu Pro Leu Gly Met Lys Ser Gly His He Gin Asp Tyr Gin He 
355 ~ 360 365 



Thr Ala Ser Ser He Phe Arg Thr Leu Asn Met Asp Met Phe Thr Trp 
370 375 380 



Glu Pro Arg Lys Ala Arg Leu Asp Lys Gin Gly Lys Val Asn Ala Trp 
385 390 395 400 



Thr Ser Gly His Asn Asp Gin Ser Gin Trp Leu Gin Val Asp Leu Leu 



Page 20 



238 300. ST25.txt 



405 



410 415 



Val Pro Thr Lys Val Thr Gly He He Thr Gin Gly Ala Lys Asp Phe 

420 425 430 

Gly His Val Gin Phe Val Gly Ser Tyr Lys Leu Ala Tyr Ser Asn Asp 
435 440 445 

Gly Glu His Trp Thr Val Tyr Gin Asp Glu Lys Gin Arg Lys Asp Lys 
450 455 460 

Val Phe Gin Gly Asn Phe Asp Asn Asp Thr His Arg Lys Asn Val He 

465 470 475 480 

Asp Pro Pro He Tyr Ala Arg His He Arg He Leu Pro Trp Ser Trp 

485 490 495 

Tyr Gly Arg He Thr Leu Ala Ser Glu Leu Leu Gly Cys Thr Glu Glu 

500 505 510 



Glu 



<210> 15 

<211> 19 

<212> PRT 

<213> Homo sapiens 

<400> 15 



Gly Glu Ala Thr Phe His Asn Arg Leu Pro Tyr Leu Gly Lys Ser He 
-, r 10 15 



Ser Met Glu 



<210> 16 
<211> 9 
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<212> PRT 

<213> Homo sapiens 

<400> 16 

Glu Thr Glu Trp Phe Phe Phe Phe Ser 
1 5 



<210> 17 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 17 

Lys Ser Gly Gin lie Met Val Gly Asn 
1 5 



<210> 18 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 18 

Arg Cys Phe Tyr 
1 



<210> 19 

<211> 318 

<212> DNA 

<213> mouse 

<400> 19 

gacagatggc catggattca gataaatttg caaagaaaaa tgagagtcac tggtgttatt 60 

acccaaggag caaaaaggat tggaagccca gagtacataa aatcctacaa aattgcctac 120 

agcaatgacg ggaagacctg ggcaatgtac aaagtaaaag gcaccaatga agagatggtc 18 0 

tttcgtggaa atgttgataa caacacacca tatgctaatt ctttcacacc cccaatcaaa 240 

gctcagtatg taagactcta cccccaaatt tgtcgaaggc attgtacttt aagaatggaa 300 

cttcttggct gtgagctc 318 
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85 90 95 



Asp Gly Xaa Arg Lys Phe Glu Phe lie Gin Asp Glu Ser Gly Gly Asp 

100 105 110 



Lys Glu Phe Leu Gly Asn Leu Asp Asn Asn Ser Leu Lys Val Asn Met 
115 120 125 



Phe Asn Pro Thr Leu Glu Ala Gin Tyr lie Arg Leu Tyr Pro Val Ser 
130 135 140 



Cys His Arg Gly Cys Thr Leu Arg Phe Glu Leu Leu Gly Cys Glu Leu 
145 150 155 " 160 



His Gly Cys Leu Glu Pro Leu Gly Leu Lys Asn Asn Thr lie Pro Asp 

165 170 175 



Ser Gin Met Ser Ala Ser Ser Ser Tyr Lys Thr Trp Asn Leu Arg Ala 

180 185 ~ 190 



Phe Gly Trp Tyr Pro His Leu Gly Arg Leu Asp Asn Gin Gly Leu lie 
195 200 205 



Asn Ala Trp Thr Ala Gin Ser Asn Ser Ala Lys Glu Trp Leu Gin Val 
210 215 220 



Asp Leu Gly Thr Gin Arg Gin Val Thr Gly lie lie Thr Gin Gly Ala 
225 230 235 240 



Arg Asp Phe Gly His lie Gin Tyr Val Glu Ser Tyr Lys Val Ala His 

245 250 ' 255 



Ser Asp Asp Gly Val Gin Trp Thr Val Tyr Xaa Xaa Glu Glu Gin Gly 

260 265 270 



Ser Ser Lys Val Phe Gin Gly Asn Leu Asp Asn Asn Ser His Lys Lys 
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275 280 285 



Asn lie Phe Glu Lys Pro Phe Met Ala Arg Tyr Val Arg Val Leu Pro 
290 295 300 



Val Ser Trp His Asn Arg lie Thr Leu Arg Leu Glu Leu Leu Gly Cys 
305 ~ 310 315 320 



<210> 21 

<211> 321 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MIS C_FEATURE 

<222> (225) . . (225) 

<223> Placeholder used in the sequence comparison of SEQ . ID .NOS . 20 -21 



<220> 

<221> MIS COFEATURE 

<222> (243) . . (243) 

<223> Placeholder used in the sequence comparison of SEQ . ID . NOS . 20 -2 1 



<220> 

<221> MIS C_FEATURE 

<222> (266) . . (266) 

<223> Placeholder used in the sequence comparison of SEQ. ID. NOS. 2 0-21 



<220> 

<221> MIS C_FEATURE 

<222> (277) . . (277) 

<223> Placeholder used in the sequence comparison of SEQ. ID. NOS. 2 0-21 



<400> 21 

Cys Ser Gly Pro Leu Gly lie Glu Gly Gly lie lie Ser Asn Gin Gin 
15 10 15 



lie Thr Ala Ser Ser Thr His Arg Ala Leu Phe Gly Leu Gin Leu Trp 

20 25 30 
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Tyr Pro Tyr Tyr 
35 



Thr Ala Ala Glu 
50 



Gin Arg Lys Met 
65 



lie Gly Ser Pro 



Asp Gly Lys Thr 

100 



Met Val Phe Arg 
115 



Phe Thr Pro Pro 
130 



Cys Arg Arg His 
145 



Ser Gly Cys Ser 



Tyr Gin lie Thr 

180 



Phe Thr Trp Glu 
195 



Asn Ala Trp Thr 
210 



Ala Arg Leu Asn 

40 



Asn Asp Arg Trp 

55 



Arg Val Thr Gly 
70 



Glu Tyr lie Lys 
85 



Trp Ala Met Tyr 



Gly Asn lie Asp 

120 



lie Lys Ala Gin 
135 



Cys Thr Leu Arg 
150 



Glu Pro Leu Gly 
165 



Ala Ser Ser lie 



Pro Arg Lys Ala 

200 



Ser Gly His Asn 
215 



Lys Lys Gly Leu 



Asn Arg Trp lie 

60 



Val He Thr Gin 
75 



Phe Tyr Lys He 
90 



Lys Val Lys Gly 
105 



Asn Asn Thr Pro 



Tyr Val Arg Leu 

140 



Met Glu Leu Leu 
155 



Met Lys Ser Gly 
170 



Phe Arg Thr Leu 
185 



Arg Leu Asp Lys 



Asp Gin Ser Gin 

220 



He Asn Ala Trp 
45 



Gin He Asn Leu 



Gly Ala Lys Arg 

80 



Ala Tyr Ser Asn 

95 



Thr Asn Glu Asp 
110 



Tyr Ala Asn Ser 
125 



Tyr Pro Gin Val 



Gly Cys Glu Leu 

160 



His He Gin Asp 

175 



Asn Met Asp Met 
190 



Gin Gly Lys Val 
205 



Trp Leu Gin Val 
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<210> 20 

<211> 320 

<212> PRT 

<213> Homo sapiens 

<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (55) . . (55) 

<223> Placeholder used in the sequence comparison of SEQ . ID. NOS . 2 0-21 



<220> 

<221> MIS C_FEATURE 

<222> (99) . . (99) 

<223> Placeholder used in the sequence comparison of SEQ . ID . NOS . 20-21 



<220> 

<221> MIS C_FE ATURE 

<222> (267) . . (268) 

<223> Placeholder used in the sequence comparison of SEQ . ID .NOS . 20-21 



<400> 20 

Cys Ser Thr Gin Leu Gly Met Glu Gly Gly Ala lie Ala Asp Ser Gin 
15 10 15 



lie Ser Ala Ser Tyr Val Tyr Met Gly Phe Met Gly Leu Gin Arg Trp 

20 25 30 



Gly Pro Glu Leu Ala Arg Leu Tyr Arg Thr Gly lie Val Asn Ala Trp 
35 40 45 



His Ala Ser Asn Tyr Asp Xaa Ser Lys Pro Trp lie Gin Val Asn Leu 
50 55 60 



Leu Arg Lys Met Arg Val Ser Gly Val Met Thr Gin Gly Ala Ser Arg 
65 70 75 80 



Ala Gly Arg Ala Glu Tyr Leu Lys Thr Phe Lys Val Ala Tyr Ser Leu 
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Xaa Leu Leu Val Pro Thr Lys Val Thr Gly He He Thr Gin Gly Ala 
225 230 235 240 



Lys Asp Xaa Gly His Val Gin Phe Val Gly Ser Tyr Lys Leu Ala Tyr 

245 250 255 



Ser Asn Asp Gly Glu His Trp Thr Val Xaa Gin Asp Glu Lys Gin Arg 

260 265 270 



Lys Asp Lys Val Xaa Gin Gly Asn Phe Asp Asn Asp Thr His Arg Lys 
275 280 285 



Asn Val He Asp Pro Pro He Tyr Ala Arg His He Arg He Leu Pro 
290 295 300 



Trp Ser Trp Tyr Gly Arg He Thr Leu Ala Ser Glu Leu Leu Gly Cys 
305 ^ 310 315 320 



Thr 



<210> 22 

<211> 25 

<212> PRT 

<213> Homo sapiens 

<400> 22 

k 

Met Lys Arg Ser Val Ala Val Trp Leu Leu Val Gly Leu Ser Leu Gly 
1 * ~ 5 10 15 



Val Pro Gin Phe Gly Lys Gly Asp He 

20 25 



<210> 23 
<211> 57 
<212> PRT 
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<213> Homo sapiens 
<220> 

<221> MI S COFEATURE 

<222> (20) . . (24) 

<223> Placeholder used in the sequence comparison of SEQ. ID. NOS .23-26 



<400> 23 

Cys Asp Pro Asn Pro Cys Glu Asn Gly Gly lie Cys Leu Pro Gly Leu 
15 10 15 



Ala Val Gly Xaa Xaa Xaa Xaa Xaa Ser Phe Ser Cys Glu Cys Pro Asp 

20 25 30 



Gly Phe Thr Asp Pro Asn Cys Ser Ser Val Val Glu Val Ala Ser Asp 
35 40 45 



Glu Glu Glu Pro Thr Ser Ala Gly Pro 
50 55 



<210> 24 

<211> 43 

<212> PRT 

<213> Homo sapiens 

<400> 24 

Cys Thr Pro Asn Pro Cys His Asn Gly Gly Thr Cys Glu lie Ser Glu 
1 5 10 15 



Ala'Tyr Arg Gly Asp Thr Phe lie Gly Tyr Val Cys Lys Cys Pro Arg 

20 25 30 



Gly Phe Asn Gly lie His Cys Gin His Asn lie 
35 40 



<210> 25 
<211> 42 
<212> PRT 
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<213> Homo sapiens 
<220> 

<221> MIS C_FE ATURE 

<222> (18) . . (24) 

<223> Placeholder used in the sequence comparison of SEQ . ID. NOS . 23-26 



<400> 25 

Cys Glu Val Glu Pro Cys Lys Asn Gly Gly lie Cys Thr Asp Leu Val 
1 5 10 15 



Ala Xaa Xaa Xaa Xaa Xaa Xaa Xaa Asn Tyr Ser Cys Glu Cys Pro Gly 

20 25 30 



Glu Phe Met Gly Airg Asn Cys Glu Tyr Lys 
35 40 



<210> 26 

<211> 40 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> consensus EGF-like domain amino acid sequence 
<220> 

<221> MI SC_FEATURE 

<222> (2) . . (4) 

<223> nonconsensus sequence 



<220> 

<221> MIS C_FEATURE 

<222> (7) . . (7) 

<223> nonconsensus sequence 



<220> 

<221> MIS C_FEATURE 

<222> (11) . . (11) 

<223> nonconsensus sequence 
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9 

<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (13) . . (25) 

<223> nonconsensus sequence 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (27) . . (27) 

<223> nonconsensus sequence 



<220> 

<221> MIS COFEATURE 

<222> (29) . . (29) 

<223> nonconsensus sequence 



<220> 

< 2 2 1 > MI S COFEATURE 

<222> (31) . . (32) 

<223> nonconsensus sequence 



<220> 

<221> MIS COFEATURE 

<222> (35) . . (35) 

<223> nonconsensus sequence 



<220> 

< 2 2 1 > MI SC_FEATURE 

<222> (37) . . (38) 

<223> nonconsensus sequence 



<220> 

<221> MIS COFEATURE 

<222> (40) . . (40) 

<223> nonconsensus sequence 



<400> 26 

Cys Xaa Xaa Xaa Pro Cys Xaa Asn Gly Gly Xaa Cys Xaa Xaa Xaa Xaa 
15 10 15 
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Xaa Xaa Xaa 



Xaa Xaa Xaa Xaa Xaa Xaa Tyr Xaa Cys Xaa Cys Xaa Xaa 
20 25 30 



Gly Tyr Xaa 
35 



Gly Xaa Xaa Cys Xaa 

40 



<210> 27 

<211> 310 

<212> DNA 

<213> Homo sapiens 

<220> 

< 2 2 1 > mi sc_f eature 

<222> (1) . . (1) 

<223> unknown sequence 



<400> 27 

ngtgatattt 


gtgatcccaa 


tccatgtgaa 


aatggaggta 


tctgtttgcc 


aggattggct 


60 


gtaggttcct 


tttcctgtga 


gtgtccagat 


ggcttcacag 


accccaactg 


ttctagtgtt 


120 


gtggaggttg 


gtccctgcac 


tcctaatcca 


tgccataatg 


gaggaacctg 


tgaaataagt 


180 


gaagcatacc 


gaggggatac 


attcataggc 


tatgtttgta 


aatgtccccg 


aggatttaat 


240 


gggattcact 


gtcagcacaa 


cataaatgaa 


tgcgaagttg 


agccttgcaa 


aaatggtgga 


300 


atatgtacag 












310 



<210> 28 

<211> 2308 

<212> DNA 

<213> mouse 

<220> 

<221> CDS 

<222> (550) . . (1212) 

<223> 



<220> 

<221> misc_f eature 

<222> (1819) . . (1821) 

<223> unknown sequence 
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<400> 28 



QaattCCQQQ 


aQQcracrQcr t a 


Qaaaacr c acrcr 




ccaaaaccaa 


ctaoactcaa 


60 


tctcacaccrc 


crccfcccrccac 


tcrt t tcrtata 


taatacactc 


ctacrcct caa 


act cact ccc 


120 


ctccacrctct 

X^ X ■* ^ X«"X N™# X»<* X*r 


cere tt cat tQ 


ttctccaaat 


cacraaacccc 


cacatccacc 


acacaaraac 


180 

y«/ w 


cftQacrcccfta 


Qtcactacta 


accacttcac 

V-* 1 x^* Lo V— ^-4 w» 


ctcfcatocac 


acaraaaaat 


c cicsocs a ex c c 1 a 

^* ZJ Z3 "ZP ^ ^* Cl 


240 


ggaacccaag 


gagccgccgt 


ccgcccgctg 


tgcctctgct 


agaccactcg 


cagccccagc 


300 


ctctctcaag 


cgcacccacc 


accactcttt 


tatcgccctt 


cccaagattt 


gagaageget 


360 


atcacccttt 


ctctagggcc 


accactcttt 


tatcgccctt 


cccaagattt 


gagaageget 


420 


gcgggaggaa 


agacgtcctc 


ttgatctctg 


acagggeggg 


gtttactget 


gtcctgeagg 


480 


cgcgcctcgc 


ctactgtgcc 


ctccgctacg 


accccggacc 


agcccaggtc 


acgtccgtga 


540 



gaagggatc atg aag cac ttg gta gca gec tgg ctt ttg gtt gga etc age 591 

Met Lys His Leu Val Ala Ala Trp Leu Leu Val Gly Leu Ser 
15 10 

etc ggg gtg ccc cag ttc ggc aaa ggt gac att tgc aac ccg aac ccc 63 9 

Leu Gly Val Pro Gin Phe Gly Lys Gly Asp lie Cys Asn Pro Asn Pro 
15 20 25 30 

tgt gaa aat ggt ggc ate tgt ctg tea gga ctg get gat gat tec ttt 687 
Cys Glu Asn Gly Gly lie Cys Leu Ser Gly Leu Ala Asp Asp Ser Phe 

35 40 45 

tec tgt gag tgt cca gaa ggc ttc gca ggt ccg aac tgc tct agt gtt 73 5 

Ser Cys Glu Cys Pro Glu Gly Phe Ala Gly Pro Asn Cys Ser Ser Val 

50 55 60 

gtg gag gtt gca tea gat gaa gaa aag cct act tea gca ggt ccc tgc 783 
Val Glu Val Ala Ser Asp Glu Glu Lys Pro Thr Ser Ala Gly Pro Cys 
65 70 75 

ate cct aac cca tgc cat aac gga gga ace tgt gag ata age gaa gee 831 
lie Pro Asn Pro Cys His Asn Gly Gly Thr Cys Glu lie Ser Glu Ala 
80 85 90 

tat cga gga gac aca ttc ata ggc tat gtt tgt aaa tgt cct egg gga 879 
Tyr Arg Gly Asp Thr Phe lie Gly Tyr Val Cys Lys Cys Pro Arg Gly 
95 100 105 110 
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* 



ttt aat ggg att cac tgt cag cac aat ata aat gaa tgt gaa get gag 927 
Phe Asn Gly lie His Cys Gin His Asn lie Asn Glu Cys Glu Ala Glu 

115 120 125 

cct tgc aga aat ggc gga ata tgt acc gac ctt gtt get aac tac tct 975 
Pro Cys Arg Asn Gly Gly lie Cys Thr Asp Leu Val Ala Asn Tyr Ser 

130 135 140 

tgt gaa tgc cca gga gaa ttt atg gga cga aat tgt caa tat aaa tgc 1023 
Cys Glu Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin Tyr Lys Cys 
145 150 155 

tct ggg cac ttg gga ate gaa ggt ggg ate ata tct aat cag caa ate 1071 
Ser Gly His Leu Gly He Glu Gly Gly He He Ser Asn Gin Gin He 
160 165 170 

aca get tea tct aat cac cga get ctt ttt gga etc cag aag tgg tat 1119 
Thr Ala Ser Ser Asn His Arg Ala Leu Phe Gly Leu Gin Lys Trp Tyr 
175 180 185 190 

ccc tac tat get aga ctt aat aag aag ggc ctt ata aat gec tgg aca 1167 
Pro Tyr Tyr Ala Arg Leu Asn Lys Lys Gly Leu He Asn Ala Trp Thr 

195 200 205 

get get gaa aat gac aga tgg cca tgg att cag gta aca gtg gga 1212 
Ala Ala Glu Asn Asp Arg Trp Pro Trp He Gin Val Thr Val Gly 

210 215 220 

tgagacaaat ccatttccca aattatcaga atcattatag aagtaggtta gggagaattg 1272 

gctgtgattc tttctcatgg ttaaaatgtg atttagttca gaattaacat ggttggaaac 1332 

tctaaaaaat gtggaaaaca ggaacattct atgtctgaaa atctgaaaat agcatcaaga 13 92 

tgaaaacatt ctttagtcat aaatatactc ttttaagtta tagtagagaa aaagatctta 1452 

tcatttcata agtggacttt tgggatagca ttggaaatgt aaatgaaata aatacctaat 1512 

tgaaaaaagt ttattctaaa gtgttaatat ttagcaacag attcagagac aagaaagtaa 1572 

caattcaatc tgtgtatttt ttgtgagaaa tagtttccca tgtgcaaata taaagtgcgc 1632 

atcatatcat gataatatcc aactgtctgc agaactccct ttcataaatg agagaatttt 1692 

aattcatagt gecttatate ctcatcagcc atctgacttt actacagaag aaaacaatga 1752 

aatgatgeat taagtgcttt gctagaagaa acatcatagc aaagctgata gcccacattc 1812 
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tgtgcannna 


agcttccaga 


gcactcgaga 


aaaagcagaa 


atgagatgtt 


ttatgaaaac 


1872 


cgaaaagata 


atctgatttc 


tgtgaaatat 


acttttgatc 


atgtggttct 


ttaagatagt 


1932 


cactaacaag 


tcattagtag 


cagataccaa 


atgggagaaa 


atttccagta 


tactgagggt 


1992 


caaggcagtc 


atgctgaaac 


tacatgaggt 


caggaaagtt 


ttgaaataag 


gtgattttgg 


2052 


aaggatacct 


tcaactggcc 


tagattttca 


agaaacagtg 


taatcaacag 


ccaaacatga 


2112 


gaatctagct 


aacaacattt 


aoaaaaccacr 




y u u etc uy y y y 




z 1 / z 


aaatccagta 


tgagagtttg 


caaatgccgt 


attcttctaa 


ggggtttgtg 


ccacattttg 


2232 


ttaccatgga 


gtcctctgta 


agaactttat 


tagataaatc 


atctttacac 


tataatttga 


2292 


ataaaagccg 


gaattc 










2308 



<210> 29 

<211> 221 

<212> PRT 

<213> mouse 

<220> 

<221> misc_f eature 

<222> (1819) . . (1821) 

<223> unknown sequence 

<400> 29 

Met Lys His Leu Val Ala Ala Trp Leu Leu Val Gly Leu Ser Leu Gly 
15 10 15 

Val Pro Gin Phe Gly Lys Gly Asp He Cys Asn Pro Asn Pro Cys Glu 

20 25 30 



Asn Gly Gly He Cys Leu Ser Gly Leu Ala Asp Asp Ser Phe Ser Cys 
35 40 ~ 45 



Glu Cys Pro Glu Gly Phe Ala Gly Pro Asn Cys Ser Ser Val Val Glu 
50 55 60 
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Val Ala Ser Asp Glu Glu Lys Pro Thr Ser Ala Gly Pro Cys lie Pro 
65 70 75 * 80 



Asn Pro Cys His Asn Gly Gly Thr Cys Glu He Ser Glu Ala Tyr Arg 

85 90 95 



Gly Asp Thr Phe He Gly Tyr Val Cys Lys Cys Pro Arg Gly Phe Asn 

100 105 ~ 110 



Gly He His Cys Gin His Asn He Asn Glu Cys Glu Ala Glu Pro Cys 
115 120 " 125 



Arg Asn Gly Gly He Cys Thr Asp Leu Val Ala Asn Tyr Ser Cys Glu 
130 135 140 



Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin Tyr Lys Cys Ser Gly 
145 150 155 ~ 160 



His Leu Gly He Glu Gly Gly He lie Ser Asn Gin Gin He Thr Ala 

165 170 175 



Ser Ser Asn His Arg Ala Leu Phe Gly Leu Gin Lys Trp Tyr Pro Tyr 

180 185 190 



Tyr Ala Arg Leu Asn Lys. Lys Gly Leu He Asn Ala Trp Thr Ala Ala 
195 200 205 



Glu Asn Asp Arg Trp Pro Trp He Gin Val Thr Val Gly 
210 215 220 



<210> 30 

<211> 481 

<212> PRT 

<213> Homo sapiens 

<400> 30 

Met Lys Arg Ser Val Ala Val Trp Leu Leu Val Gly Leu Ser Leu Gly 
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1 



10 



15 



Val Pro Gin Phe Gly Lys Gly Asp He Cys Asp Pro Asn Pro Cys Glu 

20 25 30 



Asn Gly Gly He Cys Leu Pro Gly Leu Ala Val Gly Ser Phe Ser Cys 
35 40 ' 45 



Glu Cys Pro Asp Gly Phe Thr Asp Pro Asn Cys Ser Ser Val Val Glu 
50 55 60 



Val Ala Ser Asp Glu Glu Glu Pro Thr Ser Ala Gly Pro Cys Thr Pro 
65 70 75 



80 



Asn Pro Cys His Asn Gly Gly Thr Cys Glu He Ser Glu Ala Tyr Arg 

85 90 95 

Gly Asp Thr Phe He Gly Tyr Val Cys Lys Cys Pro Arg Gly Phe Asn 

100 105 110 

Gly He His Cys Gin His Asn He Asn Glu Cys Glu Val Glu Pro Cys 
115 12 0 125 



Lys Asn Gly Gly He Cys Thr Asp Leu Val Ala Asn Tyr Ser Cys Glu 
130 135 140 



Cys Pro Gly Glu Phe Met Gly Arg Asn Cys Gin Tyr Lys Cys Ser Gly 
145 150 155 160 

Pro Leu Gly He Glu Gly Gly He He Ser Asn Gin Gin He Thr Ala 

165 170 175 

Ser Ser Thr His Arg Ala Leu Phe Gly Leu Gin Lys Trp Tyr Pro Tyr 

180 185 190 



Tyr Ala Arg Leu Asn Lys Lys Gly Leu He Asn Ala Trp Thr Ala Ala 
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195 200 205 



Glu Asn Asp Arg Trp Lys Arg Trp He Gin He Asn Leu Gin Arg Lys 
210 215 220 



Met Arg Val Thr Gly Val He Thr Gin Gly Ala Lys Arg He Gly Ser 
225 230 235 240 



Pro Glu Tyr He Lys Phe Tyr Lys He Ala Tyr Ser Asn Asp Gly Lys 

245 250 255 



Thr Trp Ala Met Tyr Lys Val Lys Gly Thr Asn Glu Asp Met Val Phe 

260 265 J ' 270 



Arg Gly Asn He Asp Asn Asn Thr Pro Tyr Ala Asn Ser Phe Thr Pro 
275 280 285 



Pro He Lys Ala Gin Tyr Val Arg Leu Tyr Pro Gin Val Cys Arg Arg 
290 295 300 



His Cys Thr Leu Arg Met Glu Leu Leu Gly Cys Glu Leu Ser Gly Cys 
305 310 s 315 320 



Ser Glu Pro Leu Gly Met Lys Ser Gly His He Gin Asp Tyr Gin He 

325 330 335 

Thr Ala Ser Ser He Phe Arg Thr Leu Asn Met Asp Met Phe Thr Trp 

340 345 350 



Glu Pro Arg Lys Ala Arg Leu Asp Lys Gin Gly Lys Val Asn Ala Trp 
355 360 * ' 365 



Thr Ser Gly His Asn Asp Gin Ser Gin Trp Leu Gin Val Asp Leu Leu 
370 375 380 



Val Pro Thr Lys Val Thr Gly He lie Thr Gin Gly Ala Lys Asp Phe 
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385 390 395 400 



Gly His Val Gin Phe Val Gly Ser Tyr Lys Leu Ala Tyr Ser Asn Asp 

405 410 415 



Gly Glu His Trp Thr Val Tyr Gin Asp Glu Lys Gin Arg Lys Asp Lys 

420 425 430 



Val Phe Gin Gly Asn Phe Asp Asn Asp Thr His Arg Lys Asn Val lie 
435 440 445 



Asp Pro Pro lie Tyr Ala Arg His lie Arg lie Leu Pro Trp Ser Trp 
450 455 460 



Tyr Gly Arg He Thr Leu Ala Ser Glu Leu Leu Gly Cys Thr Glu Glu 
465 470 475 480 



Glu 



<210> 31 

<211> 103 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MIS C_FEATURE 

<222> (1) . . (1) 

<223> unknown sequence 



<400> 31 



Xaa Asp He Cys Asp Pro Asn Pro Cys Glu Asn Gly Gly He Cys Leu 
1 5 10 15 



Pro Gly Leu Ala Val Gly Ser Phe Ser Cys Glu Cys Pro Asp Gly Phe 

20 25 ~ 30 
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Thr Asp Pro Asn Cys Ser Ser Val Val Glu Val Gly Pro Cys Thr 
35 40 45 



Pro 



Asn Pro Cys His Asn Gly Gly Thr Cys Glu lie Ser Glu Ala Tyr Arg 

Gly Asp Thr Phe lie Gly Tyr ValWs Lys Cys Pro Arg Gly Phe Asn 

70 ' 75 . 80 



Gly lie His Cys Gin His Asn lie AsV Glu Cys Glu Val Glu Pro Cys 

85 X 90 95 



Lys Asn Gly Gly lie Cys Thr 

100 
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